Supplementary Figures
Supplementary Figure S1 . Photonic crystal resonant imaging technique. a At resonance conditions, the resonant mode confined in the PCRS interferes destructively or constructively with the incoming light beam, creating either a dip (red trace) or a peak (blue trace) in the transmission and reflection sprectra, respectively. b Upon changes in the local refractive index, as those originated from cell attachment to the sensor surface, a resonance wavelength shift is induced (light blue trace), whose value is directly linked to the amount of biological matter. c data revealed that cell attachment leads to a wavelength shift over the area of each cell that is ≈ 1.7 ± 0.1 nm above the reference resonance wavelength The difference in the area delimited between the 1.7 and 1 nm contour levels (here exemplified for the cell shown in is incorporated in the assay, which is incubated for 40 min to complete the sensor functionalisation.
Once reached this point, the sensor is washed with cell culture media (DMEM supplemented with 10% FBS, 1% Pen-Strep and 25 mM Hepes, Gibco) prior to introducing the live cells. CD41a (BD Bioscience), found at 2.3 x 10 6 counts/mL (measured using CytoFLEX S, Beckman Coulter). b Platelet exposed to streptavidin modified Cy5 label (BD Bioscience) and CD41a-labeled platelets are both normally distributed between 1 to 10 FITC (red), and 10 to 1,000 FITC (green), respectively. c Both desialylated and sialylated platelets are treated with biotinylated SMA (control lectin, see Methods) to quantify desialylation levels. They are then Cy5-labeled through conjugation with streptavidin modified Cy5 label. Cy5-labeled desialylated platelets are normally distributed around 10 2 FITC (green). In contrast, non-treated Cy5-labeled platelets are primordially normally distributed between 1 and 10 FITC (red). The desialylation level is measured by integrating the counts from 20 to 10 4 FTIC and normalised over the total count number. A ~99% desialylation level is found for the α2-3,6,8 neuraminidase treated (desialylated) sample (green), while just 8-9% is found on the non-treated one (red). antibody-secretion protein pairs, and three for non-specific pairs. In all five experiments, the surface was functionalised using the antibody indicated in the legend of the graph and following the protocol described in the methods section. Similarly, cells were incubated on the functionalised PCRS surface in cell culture media as described in the methods section. A region of interest of ~200000 µm 2 was used, and the overall wavelength shift in this region of interest was normalised by the number of cells present to calibrate the result. We found significant difference in both the binding kinetics and overall wavelength shift between the specific (anti-TPO + TPO, antiIL3 + IL3) and the non-specific (anti-TPO + IL3, anti-IL3 + TPO and anti-IgG + TPO), which demonstrate the specificity of our assay.
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